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FIGURE 1A 

GCTCAGCAGC AGGTCGCGGC CGCAGCCCCA TCCAGCCCGC GCCCGCCATG CCGTCCGCGG 60 

GCCCCGCCTG AGCTGCGGCC TCCGCGCGCG GGCGGGCCTG GGGACGGCGG GGCCATGCGC 120 

GCGCTGCCCT AACG ATG CCG. CCC GCC GCG CCC GCC CGC tffi3 -3CG CTG GCC 170 
Met Pro Pro Ala Ala Pro Ala Arg Leu Ala Leu Ala 

1 5 4 10 

CTG GGC CTG GGC CTG TGG CTC GGG GCG CTG GCG GGG GGC CCC GGG CGC 218 
Leu Gly Leu Gly Leu Trp Leu Gly Ala Leu Ala Gly Gly Pro Gly Arg 
15 20 25 



GGC TGC GGG CCC TGC GAG CCC CCC TGC CTC TGC GGC CCA GCG CCC GGC 
Gly Cys Gly Pro Cys Glu Pro Pro Cys Leu Cys Gly Pro Ala Pro Glv 
30 35 40 
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GCC GCC TGC CGC GTC AAC TGC TCG GGC CGC GGG CTG CGG ACG CTC GGT 314 
Ala Ala Cys Arg Val Asn Cys Ser Gly Arg Gly Leu Arg Thr Leu Gly 
45 50 55 60 

CCC GCG CTG CGC ATC CCC GCG GAC GCC ACA GCG CTA GAC GTC TCC CAC 362 
Pro Ala Leu Arg lie Pro Ala Asp Ala Thr Ala Leu Asp Val Ser. His 
65 70 75 

AAC CTG CTC CGG GCG CTG GAC GTT GGG CTC CTG GCG AAC CTC TCG GCG 410 
Asn Leu Leu Arg Ala Leu Asp Val Gly Leu Leu Ala Asn Leu Ser Ala 
80 85 90 

CTG GCA GAG CTG GAT ATA AGC AAC AAC.AAG ATT TCT ACG TTA GAA GAA 458 
Leu Ala Glu Leu Asp lie Ser Asn Asn Lys He Ser Thr Leu Glu Glu 
95 100 105 

GGA ATA TTJT GCT AAT TTA TTT AAT TTA AGT GAA ATA AAC CTG AGT GGG 506 
Gly He Phe Ala Asn Leu Phe Asn Leu Ser Glu He Asn Leu Ser Gly 
110 115 120 

AAC CCG TTT GAG TGT GAC TGT GGC CTG GCG TGG CTG CCG CGA TGG GCG 554 
Asn Pro Phe Glu Cys Asp Cys Gly Leu Ala Trp Leu Pro Arg Trp Ala 
125 130 135 140 

GAG GAG CAG CAG GTG CGG GTG GTG CAG CCC GAG GCA GCC ACG TGT GCT 602 
Glu Glu Gin Gin Val Arg Val Val Gin Pro Glu Ala Ala Thr Cys Ala 
145 150 155 

GGG CCT GGC TCC CTG GCT GGC CAG CCT CTG CTT GGC ATC CCC TTG CTG 650 
Gly Pro Gly Ser Leu Ala Gly Gin Pro Leu Leu Gly lie Pro Leu Leu 
160 165 170 

GAC AGT GGC TGT GGT GAG GAG TAT GTC GCC TGC CTC CCT GAC AAC AGC 698 
Asp Ser Gly Cys Gly Glu Glu Tyr Val Ala Cys Leu Pro Asp Asn Ser 
175 180 185 

TCA GGC ACC GTG GCA GCA GTG TCC TTT TCA GCT GCC CAC GAA GGC CTG 746 
Ser Gly Thr Val Ala Ala Val Ser Phe Ser Ala Ala His Glu Gly Leu 
190 195 200 

CTT CAG CCA GAG GCC TGC AGC GCC TTC TGC TTC TCC ACC GGC CAG GGC 794 
Leu Gin Pro Glu Ala Cys Ser Ala Phe Cys Phe Ser Thr Gly Gin Gly 
205 210 215 220 

CTC GCA GCC CTC TCG GAG CAG GGC TGG TGC CTG TGT GGG GCG GCC CAG 84-3 
Leu Ala Ala Leu Ser Glu Gin Gly Trp Cys Leu Cys Gly Ala Ala Gin 
225 230 235 

CCC TCC AGT GCC TCC TTT GCC TGC CTG TCC CTC TGC TCC GGC CCC CCG 890 
Pro Ser Ser Ala Ser Phe Ala Cys Leu Ser Leu Cys Ser Gly Pro Pro 
240 245 250 
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FIGURE IB 
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CCA CCT CCT GCC CCC ACC TGT AGG GGC CCC ACC ptt r-w- r^r r**o 
Pro Pro Pro Ala Pro Thr Cys Arg Gly P £ ?£ 2£ 25 S2 S£ S5 
" s 260 265 

TTC CCT GCC TCC CCA GGG GCC ACC CTG GTG GGG CCC CAC GGA CCT CTC 
Phe Pro Ala Ser Pro Gly Ala Thr Leu Val Pro 35 2g 22 

* /u 2 '5 280 

GCC TCT GGC CAG CTA GCA GCC TTC CAC ATC GCT GCC CCG CTC CCT GTC 
Ala Ser Gly Gin Leu Ala Ala Phe His lie Ala Sa S£ 2S p" SI? 

295 300 

A PT ?9 C ^ CC3C TGG GAC TTC GGA GAC GGC TCC GCC GAG GTG GAT GCC 
Thr Ala Thr Arg Trp Asp Phe Gly Asp Gly Ser Ala Glu Val Asp S£ 

310 3^5 

GCT GGG CCG GCT GCC TCG CAT CGC TAT GTG CTG CCT GGG CGC TAT CAC 
Ala Gly Pro Ala Ala Ser His Arg Tyr Val Leu Pro Gly Arg Tyr Ss 
" u 325 330 

GTG ACG GCC GTG CTG GCC CTG GGG GCC GGC TCA GCC CTG CTG mr !r» 
Val Thr Ala Val Leu Ala Leu Gly Ala gTJ £ S 2S 2S §g 

340 345 

GAC GTG CAG GTG GAA GCG GCA CCT GCC GCC OTfl ran r^rv* ~ „^ ^ 

Asp Val Gin Val Glu Ala A ^ a Pro Ala Ala Leu Glu Leu Val Cys P^ 

...y 3W 355 350 

TCC TCG GTG CAG AGT GAC GAG AGC CTC GAC CTC AGC ATC CAG AAC CGC 
Ser Ser Val Gin Ser Asp Glu Ser Leu Asp Leu Ser 55 i£ 2£ 
J65 370 375 380 

GOT GOT TCA GGC CTG GAG GCC GCC TAC AGC ATC GTG GCC CTG GGC GAG 
Gly Gly Ser Gly Leu Glu Ala Ala Tyr Ser lie Val £a 2u 

385 390 295 

GAG CCG GCC CGA GCG GTG CAC CCG CTC TGC CCC TCG GAC ACG GAG ATC 
Glu Pro Ala Arg Ala Val His Pro Leu Cys Pro Ser Asp Thr Glu ilS 

TTC CCT GGC AAC GGG CAC TGC TAC CGC CTG GTG GTG GAG AAG GCG GCC 
Phe Pro Gly Asn Gly His Cys Tyr Arg Leu Val Val gTu Lya Sa Sa 

420 425 

TGG CTG CAG GCG CAG GAG CAG TGT CAG GCC TGG GCC GGG GCC GCC CTG 
Trp Leu Gin Ala Gin Glu Gin Cys Gin Ala Sa Sg 22 Sa 

435 440 

22 SI? STf f¥ c CT o CC fr C m ^ CGC ™= CTO GTC TCC CGG GTC 
Ala Met Val Asp Ser Pro Ala Val Gin Arg Phe Leu Val Ser Arg Val 

" 450 455 460 

Thr A*-o rs^ CTA GAC GTG TGG ATC GGC TTC TCG ACT GTG CAG GGG GTG 
Thr Arg Cys Leu Asp Val Trp lie Gly Phe Ser Thr Val Gin Gly Val 
465 470 475 

GAG GTG GGC CCA GCG CCG CAG GGC GAG GCC TTC AGC CTG GAG AGC TGT 
Glu Val Gly Pro Ala Pro Gin Gly Glu Ala S£ sS 2£ S£ 
480 485 490 
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FIGURE 1C 



CAG AAC TGG CTG CCC GGG GAG CCA CAC CCA GCC ACA GCC GAG CAC TGC 1658 
Gin Asn Trp Leu Pro Gly Glu Pro His Pro Ala Thr Ala Glu His Cys 
495 500 505 

GTC CGG CTC GGG CCC ACC GGG TGG TGT AAC ACC GAC CTG TGC TCA GCG 1706 
Val Arg Leu Gly Pro Thr Gly Trp Cys Asn Thr Asp Leu Cys Ser Ala 
510 515 520 

CCG CAC AGC TAC GTC TGC GAG CTG CAG CCC GGA GGC CCA GTG CAG GAT 1754 
Pro His Ser Tyr Val Cys Glu Leu Gin Pro Gly Gly Pro Val Gin Asp 
525 530 535 540 

GCC GAG AAC CTC CTC GTG GGA GCG CCC AGT GGG GAC CTG CAG GGA CCC 1802 
Ala Glu Asn Leu Leu Val Gly Ala Pro Ser Gly Asp Leu Gin Gly Pro 
545 550 555 

CTG ACG CCT CTG GCA CAG CAG GAC GGC CTC TCA GCC CCG CAC GAG CCC 1850 
Leu Thr Pro Leu Ala Gin Gin Asp Gly Leu Ser Ala Pro His Glu Pro 
560 565 570 

GTG GAG GTC ATC GTA TTC CCG GGC CTG CGT CTG AGC CGT GAA GCC TTC 1898 
Val Glu Val Met Val Phe Pro Gly Leu Arg Leu Ser Arg Glu Ala Phe 
57S 580 S85 

CTC ACC ACG GCC GAA TTT GGG ACC CAG GAG CTC CGG CGG CCC GCC CAG 1946 
Leu Thr Thr Ala Glu Phe Gly Thr Gin Glu Leu Arg Arg Pro Ala Gin 
590 595 600 

CTG CGG CTG CAG GTG TAC CGG CTC CTC AGC ACA GCA GGG ACC CCG GAG 1994 
Leu Arg Leu Gin Val Tyr Arg Leu Leu Ser Thr Ala Gly Thr Pro Glu 
605 610 61S 620 

AAC GGC AGC GAG CCT GAG AGC AGG TCC CCG GAC AAC AGG ACC CAG CTG 2042 
Asn Gly Ser Glu Pro Glu Ser Arg Ser Pro Asp Asn Arg Thr Gin Leu 
625 630 635 

GCC CCC GCG TGC ATG CCA GGG GGA CGC TGG TGC CCT GGA GCC AAC ATC 2090 
Ala Pro Ala Cys Met Pro Gly Gly Arg Trp Cys Pro Gly Ala Asn lie 
640 645 650 

TGC TTG CCG CTG GAC GCC TCC TGC CAC CCC CAG GCC TGC GCC AAT GGC 2138 
Cys Leu Pro Leu Asp Ala Ser Cys His Pro Gin Ala Cys Ala Asn Gly 
655 660 665 

TGC ACG TCA GGG CCA GGG CTA CCC GGG GCC CCC TAT GCG CTA TGG AGA 2186 
Cys Thr Sex Gly Pro Gly Leu Pro Gly Ala Pro Tyr Ala Leu Trp Arg 
670 675 680 

GAG TTC CTC TTC TCC GTT CCC GCG GGG CCC CCC GCG CAG TAC TCG GTC 2234 
Glu Phe Leu Phe Ser Val Pro Ala Gly Pro Pro Ala Gin Tyr Ser Val 
685 690 695 700 

ACC CTC CAC GGC CAG GAT GTC CTC ATG CTC CCT GGT GAC CTC GTT GGC 2282 
Thr Leu His Gly Gin Asp Val Leu Met Leu Pro Gly Asp Leu Val Gly 
705 710 715 

TTG CAG CAC GAC GCT GGC CCT GGC GCC CTC CTG CAC TGC TCG CCG GOT 2330 
Leu Gin His Asp Ala Gly Pro Gly Ala Leu Leu His Cys Ser Pro Ala 
720 725 730 
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FIGURE ID 
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CCC GGC CAC CCT GGT CCC CGG GCC CCG TAC CTC TCC GCC AAC GCC TCG 
Pro Gly His Pro Gly Pro Arg Ala Pro Tyr Leu Ser Ala Asn Ala Ser 
735 740 745 

TCA TGG CTG CCC CAC TTG CCA GCC CAG CTG GAG GGC ACT TGG GCC TGC 
Ser Leu Pro His Leu *jf| Ala Gln ^ u G lu Gly Thr Trp Ala Cys 

CCT GCC TGT GCC CTG CGG CTG CTT GCA GCC ACG GAA CAG CTC ACC GTG 
Pro Ala Cys Ala Leu Arg Leu Leu Ala Ala Thr Glu Gin Leu Thr Val 
765 770 775 780 

CTG CTG GGC TTG AGG CCC AAC CCT GGA CTG CGG CTG CCT GGG CGC TAT 
Leu Leu Gly Leu Arg Pro Asn Pro Gly Leu Arg Leu Pro Gly Arg Tyr 
785 790 795 

GAG GTC CGG GCA GAG GTG GGC AAT GGC GTG TCC AGG CAC AAC CTC TCC 2S7n 
Glu Val Arg Ala Glu Val Gly Asn Gly Val Ser Arg His Asn Leu Ser 
800 805 810 

TGC AGC TTT GAC GTG GTC TCC CCA GTG GCT GGG CTG CGG GTC ATC TAC 261fl 
Cys Ser Phe Asp Val Val Ser Pro Val Ala Gly Leu Arg Val lie Tyr 
815 820 825 

CCT GCC CCC CGC GAC GGC CGC CTC TAC GTG CCC ACC AAC GGC TCA GCC 2666 
Pro Ala Pro Arg Asp Gly Arg Leu Tyr Val Pro Thr Asn Gly Ser Ala 
830 835 840 

TTG GTG CTC CAG GTG GAC TCT GGT GCC AAC GCC ACG GCC ACG GCT CGC 2714 
Leu Val Leu Gin Val Asp Ser Gly Ala Asn Ala Thr Ala Thr Ala Arg 
845 850 855 860 

TGG CCT GGG GGC AGT GTC AGC GCC CGC TTT GAG AAT GTC TGC CCT GCC 2762 
Trp Pro Gly Gly Ser Val Ser Ala Arg Phe Glu Asn Val Cys Pro Ala 
865 870 875 

CTG GTG GCC ACC TTC GTG CCC GGC TGC CCC TGG GAG ACC AAC GAT ACC 
Leu Val Ala Thr Phe Val Pro Gly Cys Pro Trp Glu Thr Asn Asp Thr 
880 885 890 

CTG TTC TCA GTG GTA GCA CTG CCG TGG CTC AGT GAG GGG GAG CAC GTG 
Leu Phe Ser Val Val Ala Leu Pro Trp Leu Ser Glu Gly Glu His Val 
895 900 90S 

GTG GAC GTG GTG GTG GAA AAC AGC GCC AGC CGG GCC AAC CTC AGC CTG 2906 
Val Asp Val Val Val Glu Asn Ser Ala Ser Arg Ala Asn Leu Ser Leu 
910 915 920 

CGG GTG ACG GCG GAG GAG CCC ATC TGT GGC CTC CGC GCC ACG CCC AGC 2954 
Arg Val Thr Ala Glu Glu Pro lie Cys Gly Leu Arg Ala Thr Pro Ser 
925 930 935 940 

CCC GAG GCC CGT GTA CTG CAG GGA GTC CTA GTG AGG TAC AGC CCC GTG 3002 
Pro Glu Ala Arg Val Leu Gin Gly Val Leu Val Arg Tyr Ser Pro Val 
945 950 955 

GTG GAG GCC GGC TCG GAC ATG GTC TTC CGG TGG ACC ATC AAC GAC AAG 3050 
Val Glu Ala Gly Ser Asp Met Val. Phe Arg Trp Thr He Asn Asp Lys 
960 965 970 
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FIGURE IE 



CAG TCC CTG ACC TTC CAG AAC GTG GTC TTC AAT GTC ATT tit r»r 
Gin Ser Leu Thr Phe Gin Asn Val Val 5£2 Si 51 £r 22 3098 

* 5 980 985 

GCG GCG GTC TTC AAG CTC TCA CTG ACG GCC TCC AAC CAC G-rr ^ 
Ala Ala Val Phe Lys Leu Ser Leu Thr AlS £r JSS SJ 52 J£ ^ 

"5 1000 

GTC ACC GTG AAC TAC AAC GTA ACC GTG GAG CGG ATG AAC act r**r- 
Vjl Thr val Asn Tyr Asn Val Thr Val Glu Art *™ ^ JSJ JS? gj 

• tu 1015 10 20 

GGT CTG CAG GTC TCC ACA GTG CCG GCC GTG CTG TCC CCC AAT GCr Arr 
Gly Leu Gin Val Ser Thr Val Pro Ala Val Leu go As£ £a {£ 

^ 1025 1Q 30 1035 
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CTA GCA CTG ACG GCG GGC GTG CTG GTG GAC TCG err rvr n*r> 
Leu Ala Leu TjrAl. Gly Val Leu S S SS SJ v£ S 
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CCT CCG TAC AAC GAG TCC TTC CCG GTT CCA GAC CCC TCG GTG GCC CAG 
Q Pro Pro Tyr Asn Glu Ser Phe Pro Val Pro Asp Pro Ser Val Ala Gin 

53 1070 1075 1080 

K SI? fT 3 S 1 ? ^ G ^ ATG ACC TAC GCT GCC CCA GGT GAG 

| lols^ Val Glu H " }So Val Met H±s Thr Tols^* Ma Pro ™* g8 0 

TAC CTC CTG ACC GTG CTG GCA TCT AAT GCC TTC GAG AAC CTG ACG CAG 
Tyr Leu Leu Thr Val Leu Ala Ser Asn Ala Phe Glu Asn Leu t"S g£ 
1105 1110 ins 

32 S? S 7 ? AGC ™* CGC GCC TCC CTG CCC TCC GTG GCT GTG GGT 

Gin Val Pro Val Ser Val Arg Ala Ser Leu Pro Ser Val Ala Val Gly 
1120 1125 1130 

GTG ACT GAC GGC GTC CTG GTG GCC GGC CGG CCC GTC ACC TTC TAC CCG 
Val Ser Asp Gly Val Leu Val Ala Gly Arg Pro Val Thr Phe Tyf pS 
xaj:> 1140 1145 

3S p™ ™ ^CC TCG CCT GGG GGT GTT OT TAC ACG TCG GAC TTC GGG 
AAOU 1155 1160 

2£ £?S 1°° ^ CT ^ 07X3 ACC AGC CAG CCG GCT GCC AAC CAC ACC 

Asp Gly ser Pro Val Leu Thr Gin Ser Gin Pro Ala Ala Asn His S 

1170 1175 1180 

^ Sa S ^° I'' 1 AC ^ GTG CGC CTG GAG GTC AAC AAC ACG 

Tyr Ala Ser Arg Gly Thr Tyr His Val Arg Leu Glu Val Asn Asn Thr 
1185 H90 1195 

SI? S« S3 K f?f ^° ?? G GAT GTG CGC GTC TTT GAG GAG CTC 

val Ser Gly Ala Ala Ala Gin Ala Asp Val Arg Val Phe Glu Glu Leu 
12 °0 1205 1210 



3290 



TTC CTG TGG ACC TTT GGG GAT GGG GAG CAG GCC CTC CAC CAG TTC rzr 
Phe Leu Trp Thr Phe Gly Asp Gly Glu Gin Ali LeS Ss S£ 3338 
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FIGURE IF 



CGC GGA CTC AGC GTG GAC ATG AGC CTG GCC GTG GAG CAG GGC GCC CCC 3 818 

Arg Gly Leu Ser Val Asp Met Ser Leu Ala Val Glu Gin Gly Ala Pro 
1215 1220 1225 

GTG GTG GTC AGC GCC GCG GTG CAG ACG GGC GAC AAC ATC ACG TGG ACC 3 8 66 

Val Val Val Ser Ala Ala Val Gin Thr Gly Asp Asn lie Thr Trp Thr 
1230 1235 1240 

TTC GAC ATG GGG GAC GGC ACC GTG CTG TCG GGC CCG GAG GCA ACA GTG 3914 
Phe Asp Met Gly Asp Gly Thr Val Leu Ser Gly Pro Glu Ala Thr Val 
1245 1250 1255 1260 

GAG CAT GTG TAC CTG CGG GCA CAG AAC TGC ACA GTG ACC GTG GGT GCG 3 962 

Glu His Val Tyr Leu Arg Ala Gin Asn Cys Thr Val Thr Val Gly Ala 
1265 1270 1275 



GCC AGC CCC GCC GGC CAC CTG GCC CGG AGC CTG CAC GTG CTG GTC TTC 4010 
Ala Ser Pro Ala Gly His Leu Ala Arg Ser Leu His Val Leu Val Phe 
1280 1285 1290 

GTC CTG GAG GTG CTG CGC GTT GAA CCC GCC GCC TGC ATC CCC ACG CAG 4058 
Val Leu Glu Val Leu Arg Val Glu Pro Ala Ala Cys He Pro Thr Gin 
1295 1300 1305 

CCT GAC GCG CGG CTC ACG GCC TAC GTC ACC GGG AAC CCG GCC CAC TAC 4106 
Pro Asp Ala Arg Leu Thr Ala Tyr Val Thr Gly Asn Pro Ala His Tyr 
1310 1315 1320 

CTC TTC GAC TGG ACC TTC GGG GAT GGC TCC TCC AAC ACG ACC GTG CGG 4154 
Leu Phe Asp Trp Thr Phe Gly Asp Gly Ser Ser Asn Thr Thr Val Arg 
1325 1330 1335 1340 

GGG TGC CCG ACG GTG ACA CAC AAC TTC ACG CGG AGC GGC ACG TTC CCC 4202 
Gly Cys Pro Thr Val Thr His Asn Phe Thr Arg Ser Gly Thr Phe Pro 
1345 1350 1355 

CTG GCG CTG GTG CTG TCC AGC CGC GTG AAC AGG GCG CAT TAC TTC ACC 4250 
Leu Ala Leu Val Leu Ser Ser Arg Val Asn Arg Ala His Tyr Phe Thr 
1360 1365 1370 

AGC ATC TGC GTG GAG CCA GAG GTG GGC AAC GTC ACC CTG CAG CCA GAG 4298 
Ser He Cys Val Glu Pro Glu Val Gly Asn Val Thr Leu Gin Pro Glu 
1375 1380 1385 

AGG CAG TTT GTG CAG CTC GGG GAC GAG GCC TGG CTG GTG GCA TGT GCC 4346 
Arg Gin Phe Val Gin Leu Gly Asp Glu Ala Trp Leu Val Ala Cys Ala 
1390 1395 1400 

TGG CCC CCG TTC CCC TAC CGC TAC ACC TGG GAC TTT GGC ACC GAG GAA 4394 
Trp Pro Pro Phe Pro Tyr Arg Tyr Thr Trp Asp Phe Gly Thr Glu Glu 
1405 1410 1415 - 1420 

GCC GCC CCC ACC CGT GCC AGG GGC CCT GAG GTG ACG TTC ATC TAC CGA 4442 
Ala Ala Pro Thr Arg Ala Arg Gly Pro Glu Val Thr Phe He Tyr Arg 
1425 1430 1435 

GAC CCA GGC TCC TAT CTT GTG ACA GTC ACC GCG TCC AAC AAC ATC TCT 4490 
Asp Pro Gly Ser Tyr Leu Val Thr Val Thr Ala Ser Asn Asn He Ser 
1440 1445 14S0 
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FIGURE 1G 



GCT GCC AAT GAC TCA GCC CTG GTG GAG GTG CAG GAG CCC GTG CTG GTC 
111 111 Asn Asp Ser Ala Leu Val Glu Val Gin Glu Pro Val Leu Val 
1455 1460 I4t>3 

*CC AGC ATC AAG GTC AAT GGC TCC CTT GGG CTG GAG CTG CAG CAG CCG 
T*S£ Ser lie Lys Val Asn Gly Ser Leu Gly Leu Glu Leu Gin Gin Pro 
1470 1475 1480 

TAC CTG TTC TCT GCT GTG GGC CGT GGG CGC CCC GCC AGC TAC CTG TGG 

S£ Su Phe Ser Ala Val Gly Arg Gly Arg Pro Ala Ser Tyr Leu Trp 
1485 1490 

GAT CTG GGG GAC GGT GGG TGG CTC GAG GGT CCG GAG GTC ACC CAC GCT 

Isl Leu Gly Asp Gly Gly Trp Leu Glu Gly Pro Glu Val Thr His Ala 
1505 1510 1313 

»rr A PA GGT GAC TTC ACC GTT AGG GTG GCC GGC TGG AAT GAG 
Sr £n Ser JS Sg S£ £e Thr Val Arg Val Ala Gly Trp Asn Glu 
1520 1525 

GTG AGC CGC AGC GAG GCC TGG CTC AAT GTG ACQ GTG AAG CGG CGC GTG 
51? JSr A?g Ser Glu Ala Trp Leu Asn Val Thr Val Lys Arg Arg Val 
1535 1540 lb4b 

CGG GGG CTC GTC GTC AAT GCA AGC CGC ACG GTG GTG CCC CTG AAT GGG 
Art §S Sal Val Asn Ala Ser Arg Thr Val Val Pro Leu Asn Gly 

1550 1555 156Q 

iCC GTG AGC ttc A GC ACG TCG CTG GAG GCC GGC AGT GAT GTG CGC TAT 
sir Val sfr sS Thr Ser Leu Glu Ala Gly Ser Asp Val Arg *g 
1565 1570 lb/a 

TCC TGG GTG CTC TCT GAC CGC TGC ACG CCC ATC CCT GGG GGT CCT ACC 
Ser Trp Val Su Cys Asp Arg- Cys Thr Pro He Pro Gly Gly Pro Thr 
1585 1590 

ATC TAC ACC TTC CGC TCC GTG GGC ACC TTC AAT ATC ATC GTC ACG 

55 E «£ Arg Ser Val Gly Thr Phe Asn He lie Val Thr 

1600 1605 

GCT GAG AAC GAG GTG GGC TCC GCC CAG GAC AGC ATC TTC GTC TAT GTC 
Ala Glu Asn Glu Val Gly Ser Ala Gin Asp Ser lie Phe Val Tyr Val 

1615 1620 1»25 

CTG CAG CTC ATA GAG GGG CTC CAG GTG GTC GGC GGT GGC CGC TAC TTC 
L^u Sn 2u iS Su ™ Leu Gin Val Val Gly Gly Gly Arg Tyr Phe 
1630 1635 16*0 

rrr aa .r cac ACG GTA CAG CTG CAG GCC GTG GTT AGG GAT GGC ACC 

Jro £n H?s £S SS SS Leu Gin Ala Val Val Arg Asp Gly Thr 
1645 1«0 1655 

AAC GTC TCC TAC AGC TGG ACT GCC TGG AGG GAC AGG GGC CCG GCC CTG 
Asn Val Ser Tyr Ser Trp Thr Ala Trp Arg Asp Arg Gly Pro Ala Leu 
1665 1670 10 

GCC GGC AGC GGC AAA GGC TTC. TCG CTC ACC GTG CTC GAG GCC GGC ACC 
Ala Gly Ser Gly Lys Gly Phe Ser Leu Thr Val Leu Glu Ala Gly tut 
1680 1685 10 * 



4538 



4586 



4634 



4682 



4730 



4778 



4826 



4874 



4922 



4970 



5018 



5066 



5114 



5162 



5210 



WO 00/24780 8 / 35 PCT/US99/25091 



FIGURE 1H 



TAC CAT GTG CAG CTG CGG GCC ACC AAC ATG CTG GGC AGC GCC TGG GCC 5258 
Tyr His Val Gin Leu Arg Ala Thr Asn Met Leu Gly Ser Ala Trp Ala 
1695 1700 1705 

GAC TGC ACC ATG GAC TTC GTG GAG CCT GTG GGG TGG CTG ATG GTG GCC 5306 
Asp Cys Thr Met Asp Phe Val Glu Pro Val Gly Trp Leu Met Val Ala 
1710 1715 1720 

GCC TCC CCG AAC CCA GCT GCC GTC AAC ACA AGC GTC ACC CTC AGT GCC 5354 
Ala Ser Pro Asn Pro Ala Ala Val Asn Thr Ser Val Thr Leu Ser Ala 
1725 1730 1735 1740 

GAG CTG GCT GGT GGC AGT GGT GTC GTA TAC ACT TGG TCC TTG GAG GAG 5402 
Glu Leu Ala Gly Gly Ser Gly Val Val Tyr Thr Trp Ser Leu Glu Glu 
1745 1750 1755 

GGG CTG AGC TGG GAG ACC TCC GAG CCA TTT ACC ACC CAT AGC TTC CCC 5450 
Gly Leu Ser Trp Glu Thr Ser Glu Pro Phe Thr Thr His Ser Phe Pro 
1760 1765 1770 

ACA CCC GGC CTG CAC TTG GTC ACC ATG ACG GCA GGG AAC CCG CTG GGC 5498 
Thr Pro Gly Leu His Leu Val Thr Met Thr Ala Gly Asn Pro Leu Gly 
1775 1780 1785 

TCA GCC AAC GCC ACC GTG GAA GTG GAT GTG CAG GTG CCT GTG AGT GGC 5546 
Ser Ala Asn Ala Thr Val Glu Val Asp Val Gin Val Pro Val Ser Gly 
1790 179S 1800 

CTC AGC ATC AGG GCC AGC GAG CCC GGA GGC AGC TTC GTG GCG GCC GGG 5594 
Leu Ser lie Arg Ala Ser Glu Pro Gly Gly Ser Phe Val Ala Ala Gly 
1805 1810 1815 1820 

TCC TCT GTG CCC TTT TGG GGG CAG CTG GCC ACG GGC ACC AAT GTG AGC 5642 
Ser Ser Val Pro Phe Trp Gly Gin Leu Ala Thr Gly Thr Asn Val Ser 
1825 1830 1835 

TGG TGC TGG GCT GTG CCC GGC GGC AGC AGC AAG CGT GGC CCT CAT GTC 5690 
Trp Cys Trp Ala Val Pro Gly Gly Ser Ser Lys Arg Gly Pro His Val 
1840 1845 1850 

ACC ATG GTC TTC CCG GAT GCT GGC ACC TTC TCC ATC CGG CTC AAT GCC 5738 
Thr Met Val Phe Pro Asp Ala Gly Thr Phe Ser He Arg Leu Asn Ala 
18S5 1860 1865 

TCC AAC GCA GTC AGC TGG GTC TCA GCC ACG TAC AAC CTC ACG GCG GAG 5786 
Ser Asn Ala Val Ser Trp Val Ser Ala Thr Tyr Asn Leu Thr Ala Glu 
1870 1875 1880 

GAG CCC ATC GTG GGC CTG GTG CTG TGG GCC AGC AGC AAG GTG GTG GCG 5834 
Glu Pro He Val Gly Leu Val Leu Trp Ala Ser Ser Lys Val Val Ala 
1885 1890 1895 1900 

CCC GGG CAG CTG GTC CAT TTT CAG ATC CTG CTG GCT GCC GGC TCA GCT 5882 
Pro Gly Gin Leu Val His Phe Gin He Leu Leu Ala Ala Gly Ser Ala 
1905 1910 1915 

GTC ACC TTC CGC CTG CAG GTC GGC GGG GCC AAC CCC GAG GTG CTC CCC 5930 
Val Thr Phe Arg Leu Gin Val Gly Gly Ala Asn Pro Glu Val Leu Pro 
1920 1925 1930 
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FIGURE II 
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GGG CCC CGT TTC TCC CAC AGC TTC CCC CGC GTC GGA GAC CAC GTG GTG 5978 
Gly Pro Arg Phe Ser His Ser Phe Pro Arg Val Gly Asp His Val Val 
1935 1940 1945 

AGC GTG CGG GGC AAA AAC CAC GTG AGC TGG GCC CAG GCG CAG GTG CGC 6026 
Ser Val Arg Gly Lys Asn His Val Ser Trp Ala Gin Ala Gin Val Arg 
1950 1955 1960 

ATC GTG GTG CTG GAG GCC GTG AGT GGG CTG CAG GTG CCC AAC TGC TGC 6074 
He Val Val Leu Glu Ala Val Ser Gly Leu Gin Val Pro Asn Cys Cys 
1965 1970 1975 1980 

GAG CCT GGC ATC GCC ACG GGC ACT GAG AGG AAC TTC ACA GCC CGC GTG 6122 
Glu Pro Gly He Ala Thr Gly Thr Glu Arg Asn Phe Thr Ala Arg Val 
1985 1990 199S 

CAG CGC GGC TCT CGG GTC GCC TAC GCC TGG TAC TTC TCG CTG CAG AAG 6170 
Gin Arg Gly Ser Arg Val Ala Tyr Ala Trp Tyr Phe Ser Leu Gin Lys 
2000 2005 2010 

GTC CAG GGC GAC TCG CTG GTC ATC CTG TCG GGC CGC GAC GTC ACC TAC 6218 
Val Gin Gly Asp Ser Leu Val He Leu Ser Gly Arg Asp Val Thr Tyr 
2015 2020 2025 

Q ACG CCC GTG GCC GCG GGG CTG TTG GAG ATC CAG GTG CGC GCC TTC AAC 62_66 

S Thr Pro Val Ala Ala Gly Leu Leu Glu He Gin Val Arg Ala Phe Asn 
Y J 2030 2035 2040 

Q GCC CTG GGC AGT GAG AAC CGC ACG CTG GTG CTG GAG GTT CAG GAC GCC 6314 

n Ala Leu Gly Ser Glu Asn Arg Thr Leu Val Leu Glu Val Gin Asp Ala 

'r: 2045 2050 2055 2060 

GTC CAG TAT GTG GCC CTG CAG AGC GGC CCC TGC TTC ACC AAC CGC TCG 6362 
Val Gin Tyr Val Ala Leu Gin Ser Gly Pro Cys Phe Thr Asn Arg Ser 
2065 2070 2075 

GCG CAG TTT GAG GCC GCC ACC AGC CCC AGC CCC CGG CGT GTG GCC TAC 6410 
Ala Gin Phe Glu Ala Ala Thr Ser Pro Ser Pro Arg Arg Val Ala Tyr 
2080 2085 2090 

CAC TGG GAC TTT GGG GAT GGG TCG CCA GGG CAG GAC ACA GAT GAG CCC 64S8 
His Trp Asp Phe Gly Asp Gly Ser Pro Gly Gin Asp Thr Asp Glu Pro 
2095 2100 2105 

AGG GCC GAG CAC TCC TAC CTG AGG CCT GGG GAC TAC CGC GTG CAG GTG 6506 
Arg Ala Glu His Ser Tyr Leu Arg Pro Gly Asp Tyr Arg Val Gin Val 
2110 2115 2120 

AAC GCC TCC AAC CTG GTG AGC TTC TTC GTG GCG CAG GCC ACG GTG ACC 6554 
Asn Ala Ser Asn Leu Val Ser Phe Phe Val Ala Gin Ala Thr Val Thr 
2125 2130 2135 2140 

GTC CAG GTG CTG GCC TGC CGG GAG CCG GAG GTG GAC GTG GTC CTG CCC 6602 
Val Gin Val Leu Ala Cys Arg Glu Pro Glu Val Asp Val Val Leu Pro 
2145 2150 21S5 

CTG CAG GTG CTG ATG CGG CGA TCA CAG CGC AAC TAC TTG GAG GCC CAC 6650 
Leu Gin Val Leu Met Arg Arg Ser Gin Arg Asn Tyr Leu Glu Ala His 
2160 2165 2170 
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FIGURE 1J 



GTT GAC CTG CGC GAC TGC GTC ACC TAG CAG ACT GAG TAC CGC TGG GAG 6698 
Val Asp Leu Arg Asp Cys Val Thr Tyr Gin Thr Glu Tyr Arg Trp Glu 
2175 2180 2185 

GTG TAT CGC ACC GCC AGC TGC CAG CGG CCG GGG CGC CCA GCG CGT GTG 6746 
Val Tyr Arg Thr Ala Ser Cys Gin Arg Pro Gly Arg Pro Ala Arg Val 
2190 2195 2200 

GCC CTG CCC GGC GTG GAC GTG AGC CGG CCT CGG CTG GTG CTG CCG CGG 6794 
Ala Leu Pro Gly Val Asp Val Ser Arg Pro Arg Leu Val Leu Pro Arg 
2205 2210 2215 2220 

CTG GCG CTG CCT GTG GGG CAC TAC TGC TTT GTG TTT GTC GTG TCA TTT 6842 
Leu Ala Leu Pro Val Gly His Tyr Cys Phe Val Phe Val Val Ser Phe 
2225 2230 2235 

GGG GAC ACG CCA CTG ACA CAG AGC ATC CAG GCC AAT GTG ACG GTG GCC 6890 
Gly Asp Thr Pro Leu Thr Gin Ser He Gin Ala Asn Val Thr Val Ala 
2240 2245 2250 

CCC GAG CGC CTG GTG CCC ATC ATT GAG GGT GGC TCA TAC CGC GTG TGG 6938 
Pro Glu Arg Leu Val Pro He He Glu Gly Gly Ser Tyr Arg Val Trp 
2255 2260 2265 

TCA GAC ACA CGG GAC CTG GTG CTG GAT GGG AGC GAG TCC TAC GAC CCC 6986 
Ser Asp Thr Arg Asp Leu Val Leu Asp Gly Ser Glu Ser Tyr Asp Pro 
2270 2275 2280 

AAC CTG GAG GAC GGC GAC CAG ACG CCG CTC AGT TTC CAC TGG GCC TGT 7034 
Asn Leu Glu Asp Gly Asp Gin Thr Pro Leu Ser Phe His Trp Ala Cys 
2285 2290 2295 2300 

GTG GCT TCG ACA CAG AGG GAG GCT GGC GGG TGT GCG CTG AAC TTT GGG 7082 
Val Ala Ser Thr Gin Arg Glu Ala Gly Gly Cys Ala Leu Asn Phe Gly 
2305 2310 2315 

CCC CGC GGG AGC AGC ACG GTC ACC ATT CCA CGG GAG CGG CTG GCG GCT 7130 
Pro Arg Gly Ser Ser Thr Val Thr He Pro Arg Glu Arg Leu Ala Ala 
2320 2325 2330 

GGC GTG GAG TAC ACC TTC AGC CTG ACC GTG TGG AAG GCC GGC CGC AAG 7178 
Gly Val Glu Tyr Thr Phe Ser Leu Thr Val Trp Lys Ala Gly Arg Lys 
2335 2340 2345 

GAG GAG GCC ACC AAC CAG ACG GTG CTG ATC CGG AGT GGC CGG GTG CCC 7226 
Glu Glu Ala Thr Asn Gin Thr Val Leu He Arg Ser Gly Arg Val Pro 
2350 2355 2360 

ATT GTG TCC TTG GAG TGT GTG TCC TGC AAG GCA CAG GCC GTG TAC GAA 7274 
He Val Ser Leu Glu Cys Val Ser Cys Lys Ala Gin Ala Val Tyr Glu 
2365 2370 2375 2380 

GTG AGC CGC AGC TCC TAC GTG TAC TTG GAG GGC CGC TGC CTC AAT TGC 7322 
Val Ser Arg Ser Ser Tyr Val Tyr Leu Glu Gly Arg Cys Leu Asn Cys 
2385 2390 2395 

AGC AGC GGC TCC AAG CGA GGG CGG TGG GCT GCA CGT ACG TTC AGC AAC 7370 
Ser Ser Gly Ser Lys Arg Gly Arg Trp Ala Ala Arg Thr Phe Ser Asn 
2400 2405 2410 



WO 00/24780 



11 / 35 



PCT/US99/25091 



FIGURE IK 



AAG ACG CTG GTG CTG GAT GAG ACC ACC ACA TCC ACG GGC AGT GCA GGC 
Lys Thr Leu Val Leu Asp Glu Thr Thr Thr Ser Thr Gly Ser Ala Gly 
2415 2420 2425 



7418 



ATG CGA CTG GTG CTG CGG CGG GGC GTG CTG CGG GAC GGC GAG GGA TAC 
Met Arg Leu Val Leu Arg Arg Gly Val Leu Arg Asp Gly Glu Gly Tyr 
2430 2435 2440 



7466 



ACC TTC ACG CTC ACG GTG CTG GGC CGC TCT GGC GAG GAG GAG GGC TGC 7514 

Thr Phe Thr Leu Thr Val Leu Gly Arg Ser Gly Glu Glu Glu Gly Cys 
2445 2450 2455 2460 

GCC TCC ATC CGC CTG TCC CCC AAC CGC CCG CCG CTG GGG GGC TCT TGC 7562 

Ala Ser lie Arg Leu Ser Pro Asn Arg Pro Pro Leu Gly Gly Ser Cys 

2465 2470 2475 



CGC CTC TTC CCA CTG GGC GCT GTG CAC GCC CTC ACC ACC AAG GTG CAC 
Arg Leu Phe Pro Leu Gly Ala Val His Ala Leu Thr Thr Lys Val His 
2480 2485 2490 



7610 



TTC GAA TGC ACG GGC TGG CAT GAC GCG GAG GAT GCT GGC GCC CCG CTG 
Phe Glu Cys Thr Gly Trp His Asp Ala Glu Asp Ala Gly Ala Pro Leu 
2495 2500 2505 



7658 



GTG TAC GCC CTG CTG CTG CGG CGC TGT CGC CAG GGC CAC TGC GAG GAG 7706 
Val Tyr Ala Leu Leu Leu Arg Arg Cys Arg Gin Gly His Cys Glu Glu 
2510 2515 2520 

TTC TGT GTC TAC AAG GGC AGC CTC TCC AGC TAC GGA GCC GTG CTG CCC 7754 
Phe Cys Val Tyr Lys Gly Ser Leu Ser Ser Tyr Gly Ala Val Leu Pro 
2525 2530 2535 2540 

CCG GGT TTC AGG CCA CAC TTC GAG GTG GGC CTG GCC GTG GTG GTG CAG 7802 
Pro Gly Phe Arg Pro His Phe Glu Val Gly Leu Ala Val Val Val Gin 
2545 2550 2555 

GAC CAG CTG GGA GCC GCT GTG GTC GCC CTC AAC AGG TCT TTG GCC ATC 7850 
Asp Gin Leu Gly Ala Ala Val Val Ala Leu Asn Arg Ser Leu Ala lie 
2560 2565 2570 

ACC CTC CCA GAG CCC AAC GGC AGC GCA ACG GGG CTC ACA GTC TGG CTG 7898 
Thr Leu Pro Glu Pro Asn Gly Ser Ala Thr Gly Leu Thr Val Trp Leu 
2575 2580 2585 

CAC GGG CTC ACC GCT AGT GTG CTC CCA GGG CTG CTG CGG CAG GCC GAT 7946 
His Gly Leu Thr Ala Ser Val Leu Pro Gly Leu Leu Arg Gin Ala Asp 
2590 2595 2600 

CCC CAG CAC GTC ATC GAG TAC TCG TTG GCC CTG GTC ACC GTG CTG AAC 7994 
Pro Gin His Val He Glu Tyr Ser Leu Ala Leu Val Thr Val Leu Asn 
2605 2610 2615 2620 

GAG TAC GAG CGG GCC CTG GAC GTG GCG GCA GAG CCC AAG CAC GAG CGG 8042 
Glu Tyr Glu Arg Ala Leu Asp Val Ala Ala Glu Pro Lys His Glu Arg 
2625 2630 2635 

CAG CAC CGA GCC CAG ATA CGC AAG AAC ATC ACG GAG ACT CTG GTG TCC 8090 
Gin His Arg Ala Gin He Arg Lys Asn He Thr Glu Thr Leu Val Ser 
2640 2645 2650 
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FIGURE 1L 



~rr> *«r GTC CAC ACT GTG GAT GAC ATC CAG CAG ATC GCT GCT GCG CTG 
SIS aS v!l_S^ T?r Val Asp AsP o Ile Gin Gin He Alalia Ala Leu 



2655 



m^n ,rrr r^G CCC AGC AGG GAG CTC GTA TGC CGC TCG TGC CTG 
E 35. SS Met S Sp «. Ol. Leu v»» Cys", S.r Cys Leu 



2670 



~ ,rr rrr CAC AAG CTG GAG GCC ATG ATG CTC ATC CTG CAG GCA 

j~ as s s as tg«« «« *« »• -» oi » 

2 685 

„ »^ *rv- rrr GGC ACC GTG ACG CCC ACC GCC ATC GGA GAC AGC ATC 
£u Tnr t£ Sa £5 i£ Val Thx Pro Thr Ala He Gly Asp II. 



2705 



.. r ATC ACA GGA GAC CTC ATC CAC CTG GCC AGC TCG GAC GTG CGG 
£u i£ ill JS S Leu He Hi^Leu Ala Ser Ser Asp^al Ar* 



2720 



rj . r CCC TCA GAG CTG GGA GCC GAG TCA CCA TCT CGG ATG GTG 
K SS.SS 2r Su Leu Gly ^ Ala Glu Ser Pro Se^Arg Met Val 



2735 



S 2 2S S 55 - SS S S 2 SK S 2 ffi 

2750 2755 

2| S S S3 2 i£ & SS 2 S2 S SS S5 8K. 
Si. 5 ?!! S §5 SSS BS S 2 2 £5 
S S S S2 5S S 5S S = = S 2SSS 

2800 2805 

SS?S2SS£SSSSSS!SS!2|SS2 

2815 2820 
2830 2835 

ssssssssssssasssa 

2845 2850 285 

ATC CCC ATC GAG CGG CTG GCC TCA GAG CGC GCC ATC ACC GTG AAG GTG 
lie Pro He Glu Ser Glu Jj? 0 2875 

CCC AAC AAC TCG GAC TGG GCT GCC CGG GGC CAC CGC AGC TCC GCC AAC 
Pro Asn Asn Ser Asp Trp Ala Ala Jg^V His Arg Ser ser^ 
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8426 



8474 



8522 
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8618 



8666 



8714 
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FIGURE 1M 



TCC GCC AAC TCC GTT GTG GTC CAG CCC CAG GCC TCC GTC GGT GCT GTG 
Ser Ala Asn Ser Val Val Val Gin Pro Gin Ala Ser Val Gly Ala Val 
2895 2900 2905 

GTC ACC CTG GAC AGC AGC AAC CCT GCG GCC GGG CTG CAT CTG CAG CTC 
Val Thr Leu Asp Ser Ser Asn" Pro Ala Ala Gly Leu His Leu Gin Leu 
2910 2915 2920 

AAC TAT ACG CTG CTG GAC GGC CAC TAC CTG TCT GAG GAA CCT GAG CCC 
Asn Tyr Thr Leu Leu Asp Gly His Tyr Leu Ser Glu Glu Pro Glu Pro 
2925 2930 2935 2940 

TAC CTG GCA GTC TAC CTA CAC TCG GAG CCC CGG CCC AAT GAG CAC AAC 
Tvr Leu Ala Val Tyr Leu His Ser Glu Pro Arg Pro Asn Glu His Asn 
y 2945 2950 2955 

TGC TCG GCT AGC AGG AGG ATC CGC CCA GAG TCA CTC CAG GGT GCT GAC 
Cvs Ser Ala Ser Arg Arg lie Arg Pro Glu Ser Leu Gin Gly Ala Asp 
* 2960 2965 2970 

CAC CGG CCC TAC ACC TTC TTC ATT TCC CCG GGG AGC AGA GAC CCA GCG 
His Ara Pro Tyr Thr Phe Phe lie Ser Pro Gly Ser Arg Asp. Pro Ala 
2975 2980 2985 

GGG AGT TAC CAT CTG AAC CTC TCC AGC CAC TTC CGC TGG TCG GCG CTG 
Glv Ser Tyr His Leu Asn Leu Ser Ser His Phe Arg Trp Ser Ala Leu 
2990 2995 3000 

CAG GTG TCC GTG GGC CTG TAC ACG TCC CTG TGC CAG TAC TTC AGC GAG 
Gin Val Ser Val Gly Leu Tyr Thr Ser Leu Cys Gin Tyr Phe Ser Glu 
3005 3010 3015 3020 

GAG GAC ATG GTG TGG CGG ACA GAG GGG CTG CTG CCC CTG GAG GAG ACC 
Glu Asp Met Val Trp Arg Thr Glu Gly Leu Leu Pro Leu Glu Glu Thr 
3025 3030 3035 

TCG CCC CGC CAG GCC GTC TGC CTC ACC CGC CAC CTC ACC GCC TTC GGC 
Ser Pro Arg Gin Ala Val Cys Leu Thr Arg His Leu Thr Ala Phe Gly 
3040 3045 3050 

GCC AGC CTC TTC GTG CCC CCA AGC CAT GTC CGC TTT GTG TTT CCT GAG 
Ala Ser Leu Phe Val Pro Pro Ser His Val Arg Phe Val Phe Pro Glu 
3055 3060 3065 

CCG ACA GCG GAT GTA AAC TAC ATC GTC ATG CTG ACA TGT GCT GTG TGC 
Pro Thr Ala Asp Val Asn Tyr He Val Met Leu Thr Cys Ala Val Cys 
3070 3075 3080 

CTG GTG ACC TAC ATG GTC ATG GCC GCC ATC CTG CAC AAG CTG GAC CAG 
Leu Val Thr Tyr Met Val Met Ala Ala He Leu His Lys Leu Asp Gin 
3085 3090 3095 3100 

TTG GAT GCC AGC CGG GGC CGC GCC ATC CCT TTC TGT GGG CAG CGG GGC 
Leu Asp Ala Ser Arg Gly Arg Ala He Pro Phe Cys Gly Gin Arg Gly 
3105 3110 3115 

CGC TTC AAG TAC GAG ATC CTC GTC AAG ACA GGC TGG GGC CGG GGC TCA 
Arg Phe Lys Tyr Glu He Leu Val Lys Thr Gly Trp Gly Arg Gly Ser 
3120 3125 3130 
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FIGURE IN 



GGT ACC ACG GCC CAC GTG GGC ATC ATG CTG TAT GGG GTG GAC AGC CGG 
Gly Thr Thr Ala His Val Gly He Met Leu Tyr Gly Val Asp Ser Aro 
3135 3140 3145 

AGC GGC CAC CGG CAC CTG GAC GGC GAC AGA GCC TTC CAC CGC AAC AGC 
Ser Gly His Arg His Leu Asp Gly Asp Arg Ala Phe His Arg Asn Ser 
3150 3155 3160 



CTG GTG GAG AAG GAG GTG CTG GCC GCG AGC GAC GCA GCC CTT TTG CGC 
Leu Val Glu Lys Glu Val Leu Ala Ala Ser Asp Ala Ala Leu Leu Arg 
3230 3235 3240 



9578 



9626 



CTG GAC ATC TTC CGG ATC GCC ACC CCG CAC AGC CTG GGT AGC GTG TGG 9674 
Leu Asp He Phe Arg He Ala Thr Pro His Ser Leu Gly Ser Val Trr> 
3165 3170 3175 3180 

AAG ATC CGA GTG TGG CAC GAC AAC AAA GGG CTC AGC CCT GCC TGG TTC 9722 
Lys He Arg Val Trp His Asp Asn Lys Gly Leu Ser Pro Ala Trp Phe 
3185 3190 3195 

CTG CAG CAC GTC ATC GTC AGG GAC CTG CAG ACG GCA CGC AGC GCC TTC 9770 
Leu Gin His Val He Val Arg Asp Leu Gin Thr Ala Arg Ser Ala Phe 
3200 3205 3210 

TTC CTG GTC AAT GAC TGG CTT TCG GTG GAG ACG GAG GCC AAC GGG GGC 9818 
Phe Leu Val Asn Asp Trp Leu Ser Val Glu Thr Glu Ala Asn Gly Gly 
3215 3220 3225 



9866 



TTC CGG CGC CTG CTG GTG GCT GAG CTG CAG CGT GGC TTC TTT GAC AAG 9914 
Phe Arg Arg Leu Leu Val Ala Glu Leu Gin Arg Gly Phe Phe Asp Lys 
3245 3250 3255 3260 

CAC ATC TGG CTC TCC ATA TGG GAC CGG CCG CCT CGT AGC CGT TTC ACT 9962 
His He Trp Leu Ser He Trp Asp Arg Pro Pro Arg Ser Arg Phe Thr 
3265 3270 3275 

CGC ATC CAG AGG GCC ACC TGC TGC GTT CTC CTC ATC TGC CTC TTC CTG 10010 
Arg He Gin Arg Ala Thr Cys Cys Val Leu Leu He Cys Leu Phe Leu 
3280 3285 3290 

GGC GCC AAC GCC GTG TGG TAC GGG GCT GTT GGC GAC TCT GCC TAC AGC 10058 
Gly Ala Asn Ala Val Trp Tyr Gly Ala Val Gly Asp Ser Ala Tyr Ser 
3295 3300 3305 

ACG GGG CAT GTG TCC AGG CTG AGC CCG CTG AGC GTC GAC ACA GTC GCT 10106 
Thr Gly His Val Ser Arg Leu Ser Pro Leu Ser Val Asp Thr Val Ala 
3310 3315 3320 

GTT GGC CTG GTG TCC AGC GTG GTT GTC TAT CCC GTC TAC CTG GCC ATC 10154 
Val Gly Leu Val Ser Ser Val Val Val Tyr Pro Val Tyr Leu Ala He 
3325 3330 3335 3340 

CTT TTT CTC TTC CGG ATG TCC CGG AGC AAG GTG GCT GGG AGC CCG AGC 10202 
Leu Phe Leu Phe Arg Met Ser Arg Ser Lys Val Ala Gly Ser Pro Ser 
3345 3350 3355 

CCC ACA CCT GCC GGG CAG CAG GTG CTG GAC ATC GAC AGC TGC CTG GAC 10250 
Pro Thr Pro Ala Gly Gin Gin Val Leu Asp He Asp Ser Cys Leu Asp 
3360 3365 3370 
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FIGURE lO 



TCG TCC GTG CTG GAC AGC TCC TTC CTC ACG TTC TCA GGC CTC CAC GCT 
Ser Ser Val Leu Asp Ser Ser Phe Leu Thr Phe Ser Gly Leu His Ala 
3375 3380 3385 - 



10298 



GAG GCC TTT GTT GGA CAG ATG AAG AGT GAC TTG TTT CTG GAT GAT TCT 
Glu Ala Phe Val Gly Gin Met Lys Ser Asp Leu Phe Leu Asp Asp Ser 
3390 3395 3400 



10346 



AAG AGT CTG GTG TGC TGG CCC TCC GGC GAG GGA ACG CTC AGT TGG CCG 
Lys Ser Leu Val Cys Trp Pro Ser Gly Glu Gly Thr Leu Ser Trp Pro 
3405 3410 3415 3420 



10394 



GAC CTG CTC AGT GAC CCG TCC ATT GTG GGT AGC AAT CTG CGG CAG CTG 
Asp Leu Leu Ser Asp Pro Ser lie Val Gly Ser Asn Leu Arg Gin Leu 
3425 3430 3435 



10442 



GCA CGG GGC CAG GCG GGC CAT GGG CTG GGC CCA GAG GAG GAC GGC TTC 
Ala Arg Gly Gin Ala Gly His Gly Leu Gly Pro Glu Glu Asp Gly Phe 
3440 3445 3450 



10490 



TCC CTG GCC AGC CCC TAC TCG CCT GCC AAA TCC TTC TCA GCA TCA GAT 
Ser Leu Ala Ser Pro Tyr Ser Pro Ala Lys Ser Phe Ser Ala Ser Asp 
3455 3460 3465 



10538 



GAA GAC CTG ATC CAG CAG GTC CTT GCC GAG GGG GTC AGC AGC CCA GCC 
Glu Asp Leu lie Gin Gin Val Leu Ala Glu Gly Val Ser Ser Pro Ala 
3470 3475 3480 



10586 



CCT ACC CAA GAC ACC CAC ATG GAA ACG GAC CTG CTC AGC AGC CTG TCC 
Pro Thr Gin Asp Thr His Met Glu Thr Asp Leu Leu Ser Ser Leu Ser 
3485 3490 3495 3500 



10634 



AGC ACT CCT GGG GAG AAG ACA GAG ACG CTG GCG CTG CAG AGG CTG GGG 
Ser Thr Pro Gly Glu Lys Thr Glu Thr Leu Ala Leu Gin Arg Leu Gly 
3S05 3510 3515 



10682 



GAG CTG GGG CCA CCC AGC CCA GGC CTG AAC TGG GAA CAG CCC CAG GCA 
Glu Leu Gly Pro Pro Ser Pro Gly Leu Asn Trp Glu Gin Pro Gin Ala 
3520 3525 3530 



10730 



GCG AGG CTG TCC AGG ACA GGA CTG GTG GAG GGT CTG CGG AAG CGC CTG 
Ala Arg Leu Ser Arg Thr Gly Leu Val Glu Gly Leu Arg Lys Arg Leu 
3535 3540 3545 



10778 



CTG CCG GCC TGG TGT GCC TCC CTG GCC CAC GGG CTC AGC CTG CTC CTG 
Leu Pro Ala Trp Cys Ala Ser Leu Ala His Gly Leu Ser Leu Leu Leu 
3550 3555 3560 



10826 



GTG GCT GTG GCT GTG GCT GTC TCA GGG TGG GTG GGT GCG AGC TTC CCC 
Val Ala Val Ala Val Ala Val Ser Gly Trp Val Gly Ala Ser Phe Pro 
3565 3570 3575 3580 



10874 



CCG GGC GTG AGT GTT GCG TGG CTC CTG TCC AGC AGC GCC AGC TTC CTG 10922 
Pro Gly Val Ser Val Ala Trp Leu Leu Ser Ser Ser Ala Ser Phe Leu 
3585 3590 3595 

GCC TCA TTC CTC GGC TGG GAG CCA CTG AAG GTC TTG CTG GAA GCC CTG 10970 
Ala Ser Phe Leu Gly Trp Glu Pro Leu Lys Val Leu Leu Glu Ala Leu 
3600 3605 3610 
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FIGURE IP 



TAC TTC TCA CTG GTG GCC AAG CGG CTG CAC CCG GAT GAA GAT GAC ACC 
Tyr Phe Ser Leu Val Ala Lys Arg Leu His Pro Asp Glu Asp Asp Thr 
3615 3620 3625 



11018 



CTG GTA GAG AGC CCG GCT GTG ACG CCT GTG AGC GCA CGT GTG CCC CGC 
Leu Val Glu Ser Pro Ala Val Thr Pro Val Ser Ala Arg Val Pro Arg 
3630 3635 3640 



11066 



GTA CGG CCA CCC CAC GGC TTT GCA CTC TTC CTG GCC AAG GAA GAA GCC 
Val Arg Pro Pro His Gly Phe Ala Leu Phe Leu Ala Lys Glu Glu Ala 
3645 3650 3655 3660 



11114 



CGC AAG GTC AAG AGG CTA CAT GGC ATG CTG CGG AGC CTC CTG GTG TAC 
Arg Lys Val Lys Arg Leu His Gly Met Leu Arg Ser Leu Leu Val Tyr 
3665 3670 3675 



11162 



ATG CTT TTT CTG CTG GTG ACC CTG CTG GCC AGC TAT GGG GAT GCC TCA 
Met Leu Phe Leu Leu Val Thr Leu Leu Ala Ser Tyr Gly Asp Ala Ser 
3680 3685 3690 



11210 



TGC CAT GGG CAC GCC TAC CGT CTG GAA AGC GCC ATC AAG CAG GAG CTG 
Cys His Gly His Ala Tyr Arg Leu Gin Ser Ala lie Lys Gin Glu Leu 
3695 3700 3705 



11258 



CAC AGC CGG GCC TTC CTG GCC ATC ACG CGG TCT GAG GAG CTC TGG CCA 
His Ser Arg Ala Phe Leu Ala lie Thr Arg Ser Glu Glu Leu Trp Pro 
3710 3715 3720 



11306 



TGG ATG GCC CAC GTG CTG CTG CCC TAC GTC CAC GGG AAC CAG TCC AGC 
Trp Met Ala His Val Leu Leu Pro Tyr Val His Gly Asn Gin Ser Ser 
372S 3730 3735 3740 



11354 



CCA GAG CTG GGG CCC CCA CGG CTG CGG CAG GTG CGG CTG CAG GAA GCA 
Pro Glu Leu Gly Pro Pro Arg Leu Arg Gin Val Arg Leu Gin Glu Ala 
3745 3750 3755 



11402 



CTC TAC CCA GAC CCT CCC GGC CCC AGG GTC CAC ACG TGC TCG GCC GCA 
Leu Tyr Pro Asp Pro Pro Gly Pro Arg Val His Thr Cys Ser Ala Ala 
3760 3765 3770 



11450 



GGA GGC TTC AGC ACC AGC GAT TAC GAC GTT GGC TGG GAG AGT CCT CAC 
Gly Gly Phe Ser Thr Ser Asp Tyr Asp Val Gly Trp Glu Ser Pro 4 His 
3775 3780 3785 



11498 



AAT GGC TCG GGG ACG TGG GCC TAT TCA GCG CCG GAT CTG CTG GGG GCA 
Asn Gly Ser Gly Thr Trp Ala Tyr Ser Ala Pro Asp Leu Leu Gly Ala 
3790 3795 3800 



11546 



TGG TCC TGG GGC TCC TGT GCC GTG TAT GAC AGC GGG GGC TAC GTG CAG 
Trp Ser Trp Gly Ser Cys Ala Val Tyr Asp Ser Gly Gly Tyr Val Gin 
3805 3810 3815 3820 



11594 



GAG CTG GGC CTG AGC CTG GAG GAG AGC CGC GAC CGG CTG CGC TTC CTG 
Glu Leu Gly Leu Ser Leu Glu Glu Ser Arg Asp Arg Leu Arg Phe Leu 
3825 3830 3835 



11642 



CAG CTG CAC AAC TGG CTG GAC AAC AGG AGC CGC GCT GTG TTC CTG GAG 
Gin Leu His Asn Trp Leu Asp Asn Arg Ser Arg Ala Val Phe Leu Glu 
3840 3845 3850 
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FIGURE 1Q 



CTC ACG CGC TAC AGC CCG GCC GTG GGG CTG CAC GCC GCC GTC ACG CTG 
Leu Thr Arg Tyr Ser Pro Ala Val Gly Leu His Ala Ala Val Thr Leu 
3855 3860 3865 

CGC CTC GAG TTC CCG GCG GCC GGC CGC GCC CTG GCC GCC CTC AGC GTC 
Arg Leu Glu Phe Pro Ala Ala Gly Arg Ala Leu Ala Ala Leu Ser Val 
3870 3875 3880 

CGC CCC TTT GCG CTG CGC CGC CTC AGC GCG GGC ' CTC TCG CTG CCT CTG 
Arg Pro Phe Ala Leu Arg Arg Leu Ser Ala Gly Leu Ser Leu Pro Leu 
3885 3890 3895 390 0 

CTC ACC TCG GTG TGC CTG CTG CTG TTC GCC GTG CAC TTC GCC GTG GCC 
Leu Thr Ser Val Cys Leu Leu Leu Phe Ala Val His Phe Ala Val Ala 
3905 3910 3915 

GAG GCC CGT ACT TGG CAC AGG GAA GGG CGC TGG CGC GTG CTG CGG CTC 
Glu Ala Arg Thr Trp His Arg Glu Gly Arg Trp Arg Val Leu Arg Leu 
3920 3925 3930 

GGA GCC TGG GCG CGG TGG CTG CTG GTG GCG CTG ACG GCG GCC ACG GCA 
Gly Ala Trp Ala Arg Trp Leu Leu Val Ala Leu Thr Ala Ala Thr Ala 
3935 3940 3945 

CTG GTA CGC CTC GCC CAG CTG GGT GCC GOT GAC CGC CAG TGG ACC CGT 
Leu Val Arg Leu Ala Gin Leu Gly Ala Ala Asp Arg Gin Trp Thr Arg 
3950 3955 3960 

TTC GTG CGC GGC CGC CCG CGC CGC TTC ACT AGC TTC GAC CAG GTG GCG 
Phe Val Arg Gly Arg Pro Arg Arg Phe Thr Ser Phe Asp Gin Val Ala 
3965 3970 397S 3980 

CAG CTG AGC TCC GCA GCC CGT GGC CTG GCG GCC TCG CTG CTC TTC CTG 
Gin Leu Ser Ser Ala Ala Arg Gly Leu Ala Ala Ser Leu Leu Phe Leu 
3985 3990 3995 

CTT TTG GTC AAG GOT GCC CAG CAG CTA CGC TTC GTG CGC CAG TGG TCC 
Leu Leu Val Lys Ala Ala Gin Gin Leu Arg Phe Val Arg Gin Trp Ser 
4000 4005 4010 

GTC TTT GGC AAG ACA TTA TGC CGA GOT CTG CCA GAG CTC CTG GGG GTC 
Val Phe Gly Lys Thr Leu Cys Arg Ala Leu Pro Glu Leu Leu Gly Val 
4015 4020 4025 

ACC TTG GGC CTG GTG GTG CTC GGG GTA GCC TAC GCC CAG CTG GCC ATC 
Thr Leu Gly Leu Val Val Leu Gly Val Ala Tyr Ala Gin Leu Ala He 
4030 4035 4040 

CTG CTC GTG TOT TCC TGT GTG GAC TCC CTC TGG AGC GTG GCC CAG GCC 
Leu Leu Val Ser Ser Cys Val Asp Ser Leu Trp Ser Val Ala Gin Ala 
404S 4050 4055 4060 

CTG TTG GTG CTG TGC CCT GGG ACT GGG CTC TOT ACC CTG TGT CCT GCC 
Leu Leu Val Leu Cys Pro Gly Thr Gly Leu Ser Thr Leu Cys Pro Ala 
4065 4070 4075 

GAG TCC TGG CAC CTG TCA CCC CTG CTG TGT GTG GGG CTC TGG GCA CTG 
Glu Ser Trp His Leu Ser Pro Leu Leu Cys Val Gly Leu Trp Ala Leu 
4080 408S 4090 
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FIGURE 1R 



CGG CTG TGG GGC GCC CTA CGG CTG GGG GCT GTT ATT CTC CGC TGG CGC 12453 
Arg Leu Trp Gly Ala Leu Arg Leu Gly Ala Val lie Leu Arg Trp Arg 
4095 4100 4105 

TAC CAC GCC TTG CGT GGA GAG CTG TAC CGG CCG GCC TGG GAG CCC CAG 12506 
Tyr His Ala Leu Arg Gly Glu Leu Tyr Arg Pro Ala Trp Glu Pro Gin 
4110 4115 4120 

GAC TAC GAG ATG GTG GAG TTG TTC CTG CGC AGG CTG CGC CTC TGG ATG 12 554 

Asp Tyr Glu Met Val Glu Leu Phe Leu Arg Arg Leu Arg Leu Trp Met 
4125 4130 4135 4140 

GGC CTC AGC AAG GTC AAG GAG TTC CGC CAC AAA GTC CGC TTT GAA GGG 12602 
Gly Leu Ser Lys Val Lys Glu Phe Arg His Lys Val Arg Phe Glu Gly 
4145 4150 4155 

ATG GAG CCG CTG CCC TCT CGC TCC TCC AGG GGC TCC AAG GTA TCC CCG 12650 
Met Glu Pro Leu Pro Ser Arg Ser Ser Arg Gly Ser Lys Val Ser Pro 
4160 4165 4170 

GAT GTG CCC CCA CCC AGC GCT GGC TCC GAT GCC TCG CAC CCC TCC ACC 12698 
Asp Val Pro Pro Pro Ser Ala Gly Ser Asp Ala Ser His Pro Ser Thr 
4175 4180 4185 

TCC TCC AGC CAG CTG GAT GGG CTG AGC GTG AGC CTG GGC CGG CTG GGG 12746 
Ser Ser Ser Gin Leu Asp Gly Leu Ser Val Ser Leu Gly Arg Leu Gly 
4190 4195 4200 

ACA AGG TGT GAG CCT GAG CCC TCC CGC CTC CAA GCC GTG TTC GAG GCC 12794 
Thr Arg Cys Glu Pro Glu Pro Ser Arg Leu Gin Ala Val Phe Glu Ala 
4205 4210 4215 4220 

CTG CTC ACC CAG TTT GAC CGA CTC AAC CAG GCC ACA GAG GAC GTC TAC 12842 
Leu Leu Thr Gin Phe Asp Arg Leu Asn Gin Ala Thr Glu Asp Val Tyr 
4225 4230 4235 

CAG CTG GAG CAG CAG CTG CAC AGC CTG CAA GGC CGC AGG AGC AGC CGG 12890 
Gin Leu Glu Gin Gin Leu His Ser Leu Gin Gly Arg Arg Ser Ser Arg 
4240 4245 4250 

GCG CCC GCC GGA TCT TCC CGT GGC CCA TCC CCG GGC CTG CGG CCA GCA 12938 
Ala Pro Ala Gly Ser Ser Arg Gly Pro Ser Pro Gly Leu Arg Pro Ala 
4255 4260 4265 

CTG CCC AGC CGC CTT GCC CGG GCC AGT CGG GGT GTG GAC CTG GCC ACT 12986 
Leu Pro Ser Arg Leu Ala Arg Ala Ser Arg Gly Val Asp Leu Ala Thr 
4270 4275 4280 

GGC CCC AGC AGG ACA CCC CTT CGG GCC AAG AAC AAG GTC CAC CCC AGC 13034 
Gly Pro Ser Arg Thr Pro Leu Arg Ala Lys Asn Lys Val His Pro Ser 
4285 4290 4295 4300 

AGC ACT TAGTCCTCCT TCCTGGCGGG GGTGGGCCGT GGAGTCGGAG TGGACACCGC 13090 
Ser Thr 

TCAGTATTAC TTTCTGCCGC TGTCAAGGCC GAGGGCCAGG CAGAATGGCT GCACGTAGGT 13150 

TCCCCAGAGA GCAGGCAGGG GCATCTGTCT GTCTGTGGGC TTCAGCACTT TAAAGAGGCT 13210 



GTGTGGCCAA CCAGGACCCA GGGTCCCCTC CCCAGCTCCC TTGGGAAGGA CACAGCAGTA 13270 
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FIGURE IS 
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FIGURE 2 
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FIGURE 12 
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